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1. Description
Antibiotic resistance is a problem for world health because it results from the spread of germs 
and genes among people, animals and the environment. We are less able to prevent and treat 
bacterial illnesses because pathogens frequently pick up new resistance components from other 
species despite the fact that numerous barriers prohibit both bacteria and genes are moving 
freely. Rare and difficult to predict evolutionary processes that result in the creation of new 
disease resistance traits could have significant effects. On the other hand, transmission events 
of widely distributed resistant strains are frequent, quantitative and more predictable but the 
effects of each event are minimal . Understanding and managing the resistance challenge as a 
whole quantifying the routes and figuring out the causes and constraints for ecological devel-
opment and spread of antibiotic resistance. Antimicrobial Resistance (AMR) develops when 
microorganisms acquire defenses against the effects of antibiotics. Resistance can develop in 
all kinds of microorganisms. Infection-resistant fungi develop. Antibiotic resistance develops in 
bacteria, while antiprotozoal resistance develops in protozoa. The term “superbug” is frequently 
used to describe microorganisms that are classified as multi drug resistant or fully drug resis-
tant. Resistance to antibiotics is a naturally occurring process however it frequently comes from 
inappropriate antibiotic use and infection treatment. Antimicrobial usage in humans and other 
animals, as well as the spread of antimicrobial resistance strains between them are the main 
causes of rising drug resistance. The percentage of resistant bacteria that continue to proliferate 
rises as a result of antibiotics’ increased selective pressure on bacterial populations which kills 
more susceptible germs. Even at relatively low antibiotic concentrations resistant bacteria can 
proliferate more quickly than susceptible germs. Alternative therapies are more necessary as 
antibiotic resistance spreads. New antibiotic medicines have been requested but it is becoming 
less common for new drugs to be developed. Both changes in a bacterium’s native genome and 
the import of foreign DNA can result in antibiotic resistance. Additionally the process is unaf-
fected by the genetic reserve in other species. Therefore, for the majority of infections external 
factors are often less likely to contribute significantly to mutation-based evolution of resistance. 
Water, soil and other habitats with highly diverse ecological niches offer an unequal gene pool 
with a variety far greater than that of the humans and domestic animal micro biota. The envi-
ronmental micro biome’s great diversity which offers a large number of genes that possibly 
could be acquired and exploited by pathogens to fight the action of antibiotics. The creation 
of new candidate antibiotic compounds has been accelerated by the use of microorganisms 
including both fungi and bacteria. Additionally, many waste streams continuously and widely 
release microorganisms linked to humans and animals into the environment. Therefore, exam-
ining the prevalence and distribution of resistance in the ecological micro biota could offer a 
chance to forecast the regional resistance and indirectly reveal clues about past antibiotic usage. 
This aligns with the primary goals of conventional, therapeutic resistance surveillance which 
is essential for directing empirical treatment assessing therapies and recognizing geographical 
trends of resistance. Both changes in a bacterium’s native genome and the import of foreign 
DNA can result in antibiotic resistance. Therefore the majority of infections, external factors are 
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often less likely to contribute significantly to the mutation-based evolution of resistance. Water, 
soil and other habitats with highly diverse ecological niches offer an unequal gene pool with a 
variety far greater than that of the individual and domestic animal micro biota. The ambient mi-
cro biome’s great diversity which offers a large number of genes that possibly may be acquired 
and exploited by pathogens to fight the effect of antibiotics. 


